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Overview Gel-Phase Domains within Supported Lipid Bilayers Quantitative Composition Analysis of Microdomains
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Here we present a method to image microdomains within supported lipid membranes _ _ 0 0.005 001 0.015 002 0.025 0.03
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 The composition within the domain samples was determined using these calibrations

The NanoSIMS 50 Secondary lon Mass Spectrometer SIMS
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* Location-specific signal intensity is
used to create an image.

Summary
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Microdomains within isotopically labeled supported lipid bilayers were imaged with the
_ L NanoSIMS 50. The lipid composition within the domains was determined using
Domains with diameters as small as ~100 nm were detected by the NanoSIMS calibration curves constructed from sets of homogeneous bilayers that varied in lipid
content. This approach might be adapted to investigate lateral organization within
biological membranes.

By incorporating stable isotopes into specific membrane components, the secondary

ions that are exclusively produced by each component can be used for identification [1] Arrows indicate features in the AFM image that are not domains, and their corresponding locations in the SIMS images
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